. EBOV PCR primers used for confirmatory RT-PCR and Sanger sequencing. TGG GCT GAA AAC TGC TAC AAT C   EBOV-GP-1R  TCC CGT TCC TGA TAC TTT GTG   (expected amplicon size Table S6 . mNGS yield and reads from EBOV and other microorganisms in 70 patient samples. Figure S1 . Standard curve analysis for calculation of EBOV viral loads. A standard curve was generated using an EBOV PCR amplicon spiked into negative plasma matrix across eight 10-fold serial dilutions. The primers and conditions for the PCR assay (qRT-PCRUS) are taken from Trombley, et al. [1] . EBOV viral loads are calculated as genome equivalent per milliliter of sample. y = 6E+12e -0.64x R² = 0.9949
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